GMOD is a collection of interoperable open source software components for managing, annotating and visualizing genomic data. GMOD includes several components for managing and visualizing comparative genomics data. GMOD is used in many smaller research and emerging model organism communities, where informatics budgets are often tight. GMOD is also a community of developers and users that support and enhance it.
The web-based CMap viewer enables users to view comparisons of many types of genomic data. CMap is data type agnostic and shows disparate data types together such as sequence, genetic, physical, QTL and deletion maps.
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Apollo is a desktop application for editing genome features. As part of its suite of tools it can show synteny to facilitate feature editing and so can be used as a synteny browser. 
